: telomere length in primary tumors compared with subclones of HCC38. Mean telomere length in both control and treated primary tumors was longer than subclones of the parental HCC38+LUC+GFP population, suggesting that the difference in telomere length between the parent population and the primary tumors was not due to a founder effect.
: Terminal Restriction Fragment (TRF) primary data for figure 2. Mean telomere length was computed as described in [37] ; the band indicative of mouse cell contamination is clearly visible in telomeric DNA extracted from a non-tumor-bearing mouse lung (NT, middle right gel). 
